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ABSTRACT  

 
Numerical modeling of cellula systems is one of the most promising tools to understand and predict 
the behavior of more complex biological structures such as tissues and organs [1-3]. Therefore, 
unraveling and sorting out the mechanisms underlying cell differentiation, proliferation or migration 
plays a major role to unravel the processes that transform a group of cells into a functional organism. 
This involves a close collaboration between experimentalists, biomedical practitioners, physicians, 
engineers and mathematicians. In this way, new observations in laboratories may feed the 
development of new theoretical and numerical models. Similarly, mathematical and numerical 
modeling may impel unforeseen knowledge on cell systems.  
 
The goal of this mini-symposium is to bring together scientists with several backgrounds to discuss 
and spread their recent developments on biological cell systems through laboratory experiments, 
mathematical models or numerical simulations.  
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